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AMR monitoring



AMR MONITORING —2022-2023 EUSR ON AMR
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Currently under production
Consultation: December 2024

Expected Publication date: February 2025
Publication date: 28t of February 2024


https://doi.org/10.2903/j.efsa.2024.8583

AMR MONITORING — CONFIRMATORTY TESTING EXERCISE

Reference testing exercise that includes:

- Confirmatory testing of the
antimicrobial susceptibility and

Reporting period for 2023 zoonoses, FBO and
AMR data: timelines

- Whole genome sequencing (WGS)
analysis of the selected isolates
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THE EFSA AMR GENE DETECTION SERVICE
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AMR gene detection service

To give access to User-Friendly interface for accessing and managing the data
CARBA genes are detected the system automatically maps the results against the EFSA PARAM catalogue and provides the codes. |n a SeCU l'ed and prlvate enVlronment, nO Sharlng Of data

Ny
\ Automate mapping against the PARAM catalogue and different
downloads options for the results

Following the protocol provided by EURL-AR, this service extracts AMR genes in a standardized format from raw sequencing reads using ResFinder 4.1

ResFinder application: v. 4.4.2 (2023-11-27)

] I D £33 ResFinder database: v. 2.2.1 (2023-10-27)
| Moni'to.r | Data OverYiew Pipeliné results | Analytical pipélin.e PO"‘]tF'nder da‘tabase‘ V. 401 (2023-1 1-02)
Monitor submission status Submit, analyse and view your data Download resufl;sr::ali)CF compatible Execute analytical pipeline Disin Fi nder database: V. 2. O. 1 (2023-0 5-31 )

Salmonella enterica
Escherichia coli

The service is available for I,:I>

For access, please send email to w
mirko.rossi@efsa.europa.eu




UP-COMING EU-WIDE BASELINE SURVEYS ON AMR

AMR in bacteria from aquaculture animals

Mandate of the European Commission (2023)

EFSA Expert Working Group
-> EFSA Technical Specifications| (July 2024)

4 . )
MRSA in pigs
- To assess the prevalence of MRSA
* To assess the AMR profile
- To assess the genetic diversity
« To be performed in 2025
N Y -
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SCIENTIFIC REPORT

APPROVED: 29 Septemter 2022

Technical specifications for a baseline survey on the
of aureus
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Joint reporting on the consumption of antimicrobial agents and occurrence
of AMR in bacteria from humans and food-producing animals (JIACRA)

 As part of the implementation of the EU action plans on AMR, the European Center for
Disease Prevention and Control (ECDC), the European Food Safety Authority (EFSA) and the
European Medicines Agency (EMA) have been requested by the European Commission to
analyse possible relationships between the consumption of antimicrobial agents and the
occurrence of antimicrobial resistance in humans and food-producing animals.

 JIACRA builds on previous collaboration between the three EU agencies, including
harmonisation of approaches, expertise and previous joint publications on related subjects.

* So far, four JIACRA reports have been published, with a fifth report expected to be requested
later this year.
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AMR Scientific Opinions



BIOHAZ MANDATE - VIBRIO IN SEAFOOD IN THE EU — PUBLISHED

The BIOHAZ Panel is asked to issue a scientific opinion on the
public health aspects of Vibrio parahaemolyticus, Vibrio
vulnificus and non-01, non-0139 Vibrio cholerae (and other
species whenever relevant) related to the consumption of
seafood for the EU population:

* ToR1. To review, for the relevant Vibrio spp., the existing
information on occurrence and concentration in seafood,
available analytical methods, pathogenicity to humans and
virulence factors, as well as antimicrobial resistance and
persistence mechanisms in different environments.

« ToR2. To identify the factors in the aquatic environments
and in food (including during production and processing)
that influence occurrence and growth of the relevant Vibrio
spp., and affect transmission of their virulence and
resistance determinants.

- ToR3to06...

Published: 23-07-2024

Adopted: 12 June 2024

DOI: 10.2903/j.efsa.2024.8896

SCIENTIFIC OPINION eFS-QJOURNAL

Public health aspects of Vibrio spp. related to the consumption
of seafood in the EU

EFSA Panel on Biological Hazards (BIOHAZ) | Konstantinos Koutsoumanis | Ana Allende |
Avelino Alvarez-Ordénez | Declan Bolton | Sara Bover-Cid | Marianne Chemaly |

Alessandra De Cesare | Lieve Herman | Friederike Hilbert | Roland Lindqvist |

Maarten Nauta | Romolo Nonno | Luisa Peixe | Giuseppe Ru | Marion Simmons |

Panagiotis Skandamis | Craig Baker-Austin | Dominique Hervio-Heath | Jaime Martinez-Urtaza |
Eva Sanjuan Caro | Eckhard Strauch | Anne Thébault | Beatriz Guerra | Winy Messens |
Ancuta Cezara Simon | Rubén Barcia-Cruz | Elisabetta Suffredini

Correspondence: biohaz@efsa.europa.eu

Abstract

Vibrio parahaemolyticus, Vibrio vulnificus and non-O1/non-0139 Vibrio cholerae are
the Vibrio spp. of highest relevance for public health in the EU through seafood
consumption. Infection with V. parahaemolvticus is associated with the haemo-
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https://efsa.onlinelibrary.wiley.com/doi/epdf/10.2903/j.efsa.2024.8896

BIOHAZ MANDATE - CPEs IN THE FOOD CHAIN

Carbapenemase-producing E. coli in the food chain in the EU/EFTA WG Carbapenemases

ToR1. State of the art: BIOHAZ
scientific opinion (by March 2025)

Framework partnership agreement (FPA)
“data generation on CPEs in the food-

 «=—p - ToR2.New data generation —_— chain”
/ Contract: 2.5 years (2024-2027)

* ToR3. State of the art 2027: BIOHAZ
scientific opinion (June 2027)

B EU/EFTA CPE positive reports to EFSA EU/EFTA no CPE positive reports to EFSA
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EC MANDATE - AZOLE RESISTANCE
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Joint EC Mandate to ECDC-ECHA-EFSA-EEA-EMA(+JRC), overall
coordination by EFSA (BIOHAW+PREV), different agencies take
responsibility to lead different ToRs:

Use of azole fungicides in the environment,
- Plant protection products (EFSA)

Biocides (ECHA)

Industrial chemicals (ECHA),

e.g. wood preservatives, cosmetics

Identify causative link between environmental use and
resistance development and describe epidemiology

Veterinary medicines (EMA)

* Infection in human with Aspergillus spp. resistant to
treatment with azoles is a health issue: .

« Resistance may develop following clinical treatment,
use in the environment.

Deadline: December 2024 ‘ '

source: Verweij et al., 2020




AMR Grants & Procurements



PROCUREMENT: ROLE OF WATER IN THE SPREAD OF AMR-WATERESIST

Direct contract, 950,000 €, ...to gain insights on the occurrence/variety of ARB and ARGs...in order to help to assess the role of
reused water in the spread of ARB and ARGs to fruits/vegetables/ herbs (FVH) in different European regions

AMR Sources and transmission routes
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Timelines: 2024-2027

Objective 1: Optimize ARB/ARGs detection methods: culture, PCR-based, metagenomics

Objective 2: Occurrence ARB/ARGS, using reclaimed water for irrigation

Objective 3: Occurrence ARB/ARGs using “reused/recycled” water during handling/processing

Icons from www.flaticon.com


https://efsa.onlinelibrary.wiley.com/doi/epdf/10.2903/j.efsa.2021.6651
https://efsa.onlinelibrary.wiley.com/doi/epdf/10.2903/j.efsa.2021.6651

GRANT — CARBACAMP PROJECT

CarbaCamp
| GP/EFSA/BIOHAW/2023/04

\\.
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Extension to February 2026 (TBC)

Subcontractor

Beneficiary EUCAST
DTU (Art. 36) Development

Laboratories (EDL)

=
—
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Purpose of the study

Objectives

wild-type distribution between "
C. jejuni and C. coli in the different species y ”

ECOFF values ertapenem, imipenem, meropenem

comparability between the EUCAST and CLSI
recommended media for MIC determination of
Campylobacter

monitoring of @ .ert.apenem
imipenem
Campylobacter H

meropenem

genomic diversity of susceptible and non-susceptible
C. jejuni and C. coli

Investigating resistance mechanisms w



Point for Discussion



AMR GENES — WGS REFERENCE DATABASE

.omission Implementing Decission 2020/1729

2.2. Reporting WGS testing results I DTU Food

The following information shall be included for each individual isolate:

AMR gene and point mutation prediction

_ Umqu“dmtmer or code of the isolate Genomic sequences assessed to pass the QC demands are further analysed for the

— Bacterial species predicted presence of acquired AMR genes and chromosomal point mutations using the
; ) ) open access web-based tool ResFinder (also including PointFinder; Bortolaia et al. 2020).
— Food-producing animal population or food category A recent review that describes with examples available tools and databases for

antimicrobial resistance detection has_been nuhlished (Hendriksen et al. 2019).

The EURL-AR recommends using the ResFinder tool v4.1 or newer, which is available from
— Type ofs:unple the CGE website (Developed, owned and curated by DTU; Link 26; and for local installation
(Link 27)(Bortolaia et al. 2020).

— Stage of sampling

— TRACES code of the border control post (for testing of imported meat only)

For harmonisation of the AMR data reported by different laboratories, it is important to use

— CHED reference of the Cousaankn (for o ofunp orted meat onl}') the defined settings. The EURL-AR recommends running the ResFinder analysis on the

— Country of origin of the consignment (for testing of imported meat 011]}’) contigs assembly files (.fasta) using the following settings, which are set as default:
— Sampler For chromosomal point mutations:
— The sampling strategy » Select threshold for % ID: 90 %

+ Select minimum length: 60 %
— Date of sampling

For acquired antimicrobial resistance genes:
Select all antimicrobial databases (default setting)

— Identifier or code of the isolate given by the laboratory + Select threshold for % ID: 90 %
: : + Select minimum length: 60 %

— Date of start of analysis (isolation)

— Date of sequencing

Select species: as appropriate

— Version of the P redictive tool Select type of your reads: Assembled genome/Contigs

— AMR-conferring genes data

— Sequencing technology used

— Library preparation used 16 w




AMR GENES — WGS REFERENCE DATABASE

Which databases are you currently using for the detection/ identification of AMR

genes?

1. Resfinder/Pointfinder &

2. AMRFinderPlus ‘

3. CARD 1 YOUR

4. Other databases { FEEDBACK SR

5. Combination H ity §
Do you use..... ' o« A

1. Resfinder/Pointfinder alone?
2. Resfinder/Pointfinder in combination with others?



Thanks for your attention!
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STAY CONNECTED

efsa.europa.eu/en/news/newsletters
efsa.europa.eu/en/rss
Careers.efsa.europa.eu — job alerts

@efsa_eu @methods_efsa
@plants_efsa @animals_efsa

@one_healthenv_eu

Science on the Menu —Spotify, Apple Podcast and YouTube

Linkedin.com/company/efsa

efsa.europa.eu/en/contact/askefsa

efsa

EUROPEAN FOOD SAFETY AUTHORITY
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